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[ Abstract] Some level of variation within crop varieties is highly important for its improvement with the
aids of good plant breeding methods. A field research experiment was carried out with the aim to estimate genetic
variation and heritability in the okra accessions grown in different agro-ecological zones in Nigeria. Twenty okra
accessions were obtained from various locations in different agro-ecological zones of Nigeria. Twenty okra
accessions were evaluated between April to August 2018 at Ekiti State University Teaching and Research Farm,
Ekiti State. These twenty okra accessions constituted the treatment, which was lied out in a RCBD in a three
replicates. The result were highly significant (p<0.01) for all the traits studied. Magnitude of the phenotypic
coefficient of variances were slightly higher than genotypic coefficient of variances in this study which showed that

environment did not much influence the estimates of genetic performance. The coefficient of phenotypic and
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genotypic variances were high in the traits studied. Heritability estimates ranges from 75.04% for days to 50%

flowering to 98.85% for weight of 100 seeds. High heritability with high genetic advance were observed for all the

studied traits indicating that they are governed by additive gene action and this could be improved through simple

selection except days to 50% flowering with the lowest heritability value coupled with the lowest genetic advance

value lesser than 10%.
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® 1. BMEMREEKRETR

ACCESSIONS Place of Collection Ecological Zone
ACCESSION 1 Iwo, Osun State Forest zone
ACCESSION 2 Ado-Ota, Ogun State Forest zone
ACCESSION 3 Ogbomoso, Oyo State Forest zone
ACCESSION 4 Ibadan, Oyo State Forest zone
ACCESSION 5 Odigbo, Ondo State Forest zone
ACCESSION 6 Orin-Odo-EKkiti, Ekiti State Forest zone
ACCESSION 7 Oke-Ako- Ekiti, Ekiti State Forest zone
ACCESSION 8 Irun-Akoko, Ondo State Forest zone
ACCESSION 9 Uromi, Edo State Forest zone
ACCESSION 10 Egbe, Kogi State Derived Savanna
ACCESSION 11 Ilorin, Kwara State Derived Savanna
ACCESSION 12 Okenne, Kogi State Derived Savanna
ACCESSION 13 Offa, Kwara State Derived Savanna
ACCESSION 14 Odo-Owa, kwara State Derived Savanna
ACCESSION 15 Suleja, Niger State Southern Guinea Savanna
ACCESSION 16 Mokwa, Niger State Southern Guinea Savanna
ACCESSION 17 Lafia, Nasarawa State Southern Guinea Savanna
ACCESSION 18 Kaduna, Kaduna State Northern Guinea Savanna
ACCESSION 19 Zaria, Kaduna State Northern Guinea Savanna
ACCESSION 20 Samaru, Kaduna State Northern Guinea Savanna
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S.of V. DF FPH(cm) D80%M FFL (cm)

FFD (cm) DS50%TF NOF/P W100S (g0 NOS/F

NOR/F  FFY/P(g)

Rep. 2 102.73* 22.68%* 13.75%* 12.58%*
Acc. 19 2139.09%*%  6.41%* 3.71%* 15.55%%*
Error 38 0.12 0.21 1.47 1..47

124.17%*

12.94%*

60.07** 11.45% 84.63**  11.46%* 0.22%*
115.56%% 1672.21%* 134.79**  7.27** 1.07**

1.29 1.49 7.95 4.64 0.12 0.03

*, ** significant at 5% and 1% levels respectively

Rep.: replication, Acc.: Accession, FPH: final plant height, D80%M: days to 80% maturity, FFL: Fresh fruit length
FFD: Fresh fruit diameter, D50%TF: 50% days to fruiting, NOF/P: Number of fruits per plant,
W100S (g): weight of 100 seeds (g), NOS/F: Number of seeds per fruit, NOR/F: Number of ridges per fruit, FFY/P: fresh fruit yield per plant (g).



Agbowuro, G. O., et al. A & H R SEAS R AR A= 25 DRI 1A SRR A o A3 A% AR S, 38 A% 0 ANIBLAR B T

*4: THE, WREIR, EE, REMERESE

Character Means =+ S.E M?l?jlh%[ixx Genotypic variances Phenotypic variances
FPH (cm) 80.83+3.97 38.60 - 125.60 697.30 744.49
D80%M 6.24+0.19 2.50 - 10.50 2.0 2.12
FFL (cm) 7.24+£0.26 4.80 -7.24 1.16 1.37
FFD (cm) 8.08 £0.70 3.80-19.2 4.69 6.16
DTF 49.33 +£0.65 44.0-57.4 3.88 5.17
NOEF/P 25.82+0.7 17.4-38.80 38.02 39.51
W100S (g) 64.72 +1.63 26.2 —100.1 554.75 562.70
NOS/F 41.72+1.24 20.4-53.20 43.38 48.02
NOR/F 7.90 £0.20 6.00 —12.00 2.38 2.50
FFY/P(g) 3.14+0.10 2.00-4.10 0.34 0.37

*, ** significant at 5% and 1% levels respectively

FPH: final plant height, D80%M: days to 80% maturity, FFL: Fresh fruit length

FFD: Fresh fruit diameter, D50%TF: 50% days to fruiting, NOF/P: Number of fruits per plant,

WI100S (g): weight of 100 seeds (g), NOS/F: Number of seeds per fruit, NOR/F: Number of ridges per fruit, FFY/P: fresh fruit yield per plant (g).

x5 BR, ERNNEREROREMERR ALY

Genotypic Phenotypic Genetic

Character (Bg)::;;t::ﬁlsi:)y % Coefficients of Coefficients of Advance Gnl?f;o ()aa
Variation (%) Variation (%) (%)

FPH (cm) 93.66 32.66 33.75 52.64 65.12
D80%M 94.33 22.6 23.33 2.82 45.19
FFL (cm) 84.67 14.87 16.16 2.04 28.17
FFD (cm) 76.13 26.80 30.71 3.89 48.14
50%DTF 75.04 39.93 46.09 3.51 7.11

NOF/P 96.22 23.88 24.34 12.45 48.21
W100S(g) 98.85 36.39 36.65 48.30 74.62
NOS/F 90.33 15.78 16.60 12.91 30.94
NOR/F 95.20 19.52 20.01 3.10 39.24
FFY/P(g) 91.89 18.56 19.37 1.03 32.80

(1]

*, ** significant at 5% and 1% levels respectively

FPH: final plant height, D80%M: days to 80% maturity, FFL: Fresh fruit length

FFD: Fresh fruit diameter, D50%TF: 50% days to fruiting, NOF/P: Number of fruits per plant,

WI100S (g): weight of 100 seeds (g), NOS/F: Number of seeds per fruit, NOR/F: Number of ridges per fruit, FFY/P: fresh fruit yield per plant (g).
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