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Specific PCR identification of Epimedium koreanum and its congeneric species

Weiwei Dong", Shanshan Liu, Guangfa Zheng, Xinyan Wu, Ning Jiang
Shanghai Tongjitang Pharmaceutical Co., Ltd., Shanghai

[ Abstract] Objective This study aimed to develop a specific PCR-based method for the discrimination of
Epimedium koreanum from its congeneric allied species, offering a robust molecular tool for the authentication and
quality assurance of Epimedium koreanum herbal material. Methods Species-specific primers were designed
targeting microsatellite (STRs) sequences in the Epimedium koreanum genome. A comprehensive optimization of the
PCR reaction system was conducted, including the evaluation of polymerase types, annealing temperatures, cycle
numbers, primer concentrations, and PCR instruments. The analytical performance of the method, including detection
limit and applicability, was rigorously validated. Results The primers specifically designed for the STRs sequences
of Epimedium koreanum yielded a consistent 214 bp amplification product, with no cross-reactivity observed in other
congeneric species. The method demonstrated a low detection limit of 3.5 ng/uL. Conclusion The developed locus-
specific PCR method enables rapid and accurate discrimination of Epimedium koreanum from its congeneric allied
species, providing a reliable technical platform for the authentication and quality control of Epimedium koreanum
herbal medicine.
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