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Construction and Identification of Adck Transgenic Flies
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[ Abstract] Objective Construction and Identification of Adck Transgenic Flies. Methods Protein
phosphorylation refers to the process of transferring the phosphoryl group of ATP to the amino acid residues (serine,
threonine, tyrosine) of the substrate protein catalyzed by protein kinase, or binding GTP under the action of signal,
which is a common regulating mode in organisms and plays an important role in the process of cell signal
transduction. Protein phosphorylation is the most basic, common and important mechanism for regulating and
controlling protein activity and function.Adck is a protein-coding gene of Drosophila. The protein encoded by Adck
contains aarF domain. At present, the function of Adck in Drosophila is not clear. To further study the function of
Adck, we use PhiC31 integrase-mediated site-specific transgenic system to construct transgenic flies with HA tag.
Results Successful construction of Adck transgenic flies. Conclusion This experiment use cDNA as the template to
amplify Adck CDS, and digest vector pUAST-attB with two enzymes, and then ligase these two fragments. After
that we identified positive clones by PCR. Then we injected the right plasmid into the germ cells of Drosophila
melanogaster. After a series of crosses,we finally get Adck transgenic flies.
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