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Plasma long non-coding RNA AFAP1-AS1 as a potential diagnostic biomarker for nasopharyngeal carcinoma
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[ Abstract] Objective To investigate the diagnostic value of plasma long non-coding RNA (IncRNA) AFAP1-AS1
in nasopharyngeal carcinoma (NPC) and its association with clinicopathological features. Methods From January 2019 to
October 2019, 39 treatment-naive NPC patients and 20 healthy controls were enrolled. Plasma AFAP1-AS1 expression was
detected by quantitative real-time PCR (qRT-PCR). Associations with clinicopathological features were analyzed, and
diagnostic efficacy was evaluated using receiver operating characteristic (ROC) curves with the Youden index to determine
the optimal cutoff value. Results AFAP1-AS1 expression was significantly higher in NPC patients than in controls (2.57
+0.89 vs. 0.78+£0.19, t=12.097, P<0.01). Smokers exhibited higher AFAP1-AS1 expression (3.29 +0.37) than non-
smokers (2.36+0.89, t=-4.568, P<0.01), while no associations were observed with gender, age, T/N/TNM staging
(*P*>0.05). ROC curve analysis showed an area under the curve (AUC) of 0.964 (95% CI: 0.911-1.000), with an optimal
cutoff value of 1.1389. At this cutoff, the sensitivity was 79.5%, specificity 90.0%, positive predictive value 93.9%,
negative predictive value 69.2%, and diagnostic accuracy 83.1%. Conclusion Plasma AFAP1-ASI1 is highly expressed in
NPC and significantly associated with smoking status. As a non-invasive biomarker, it demonstrates promising clinical
potential for NPC diagnosis.
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