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The reseach progress of CircRNA regulatinglipid metabolic pathways to affect the hepatocellular carcinoma

Rong Fan, Ziyi Nil, Fusen Ji, Tao Yan, Jingyi Cui, Na Li :
School of Medical Technology, Shanghai University of Medicine & Heatlth Science

[ Abstract] China is one of the areas with the highest incidence of hepatocellular carcinoma (HCC) in the
world, and its incidence and mortality rates rank first in the world. There are many factors affecting hepatocellular
carcinoma, among which abnormal lipid metabolism is closely related to the its development. Many evidence have
proved that circRNA can affect the progression of liver cancer by affecting key enzymes in the lipid metabolism
pathway, lipid droplet formation and et.al. This article reviews the latest related research, aiming to develop early

effective markers represented by circRNA, to provide a basis for early detection and early treatment of liver cancer.
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