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[ Abstract]Mitochondrial cell disease is a relatively special clinical disease. The occurrence of this disease is
due to a defect in the respiratory chain-oxidative phosphate system, which in turn causes damage to the nervous
system and muscle tissue of the patient. . In this paper, the molecular characteristics of mtRNA are discussed and
analyzed accordingly, the concept of mitochondrial cell disease is studied, and the single mutation hotspot gene and
detection methods of mtRNA are reviewed, aiming to provide a basis for mitochondrial cell disease in clinical
medicine. Provide help and reference for the follow-up diagnosis and treatment of the disease.
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