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[ Abstract] 8'-Hydroxylase (ABAH) is a key enzyme in the oxidative catabolism of abscisic acid (ABA),
playing essential roles in plant development and stress responses. In this study, six ABAH gene family members were
systematically identified in Citrus grandis ‘Tomentosa’ (Huajuhong). Structural predictions revealed that these
proteins possess highly conserved secondary and tertiary structures, suggesting functional conservation during
evolution. Phylogenetic analysis indicated that one member, Cmt252050, forms an independent clade and is distantly
related to ABAH genes in Arabidopsis thaliana, implying possible species-specific functions. Promoter analysis
showed that ABA-responsive cis-elements are widely distributed in this gene family, highlighting their potential
involvement in ABA signaling pathways. Transcriptome profiling during fruit development revealed that Cmz252050

is highly expressed in the later stages of inner pericarp development, suggesting a role in ABA accumulation and
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pericarp regulation. This study provides foundational insights into the ABAH gene family in C. grandis and offers

valuable candidate genes for further investigation of ABA metabolism and fruit development mechanisms in

Huajuhong.
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expression analysis
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