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Research Status of Apoptosis Related Genes

Xiaoming Li
Southwest University of Science and Technology, Mianyang, Sichuan

[ Abstract] Apoptosis is a biological event that is strictly regulated by biological genetic information. Many
genetic information and factors related to apoptosis will play a very important role in the signaling and regulation
of apoptosis. Cells in vivo showed orderly apoptosis. In the process of apoptosis in the West, both member
aggregation and edge aggregation can induce and manage apoptosis, signal transduction and regulation of apoptosis.
From this point of view, apoptosis is a rigorous process governed by human genes, and apoptosis is also a highly
conservative behavior. Many genes related to apoptosis are highly conserved in different organisms, and their
mechanism of action is similar. The conservation of apoptosis is also reflected in the similar biochemical and
morphological changes in different apoptosis induced by different external stimuli, and according to the
characteristics of these changes, it can help medical staff to target apoptosis. Corresponding detection is carried out.
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